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Results (3/4)
we applied the classifier trained on PCAWG sam- ples to an 
independent validation set of 1436 cancer whole genomes 
assembled from a series of published non-PCAWG projects. The 
validation set spans 14 distinct tumour types assembled from 
21 publications or databases (Supplementary Data 4) 



Results (4/4)
that combined a published series of 92 metastatic Panc-
AdenoCA25 with an unpublished set of 2,028 metastatic 
tumours from known primaries across 16 tumour types 
recently sequenced by the Hartwig Medical Foundation (HMF), 
resulting in a combined set of 2120 samples across 16 tumour
types (Sup- plementary Data 4). 


