Parsimonious Migration History Problem:
Complexity and Algorithms
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Slatkin, M. and Maddison, W. P. (1989). A cladistic measure of gene flow inferred from the phylogenies of alleles. Genetics, 123(3), 603—613.
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Comigrations: Simultaneous Migrations of Multiple Clones
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El-Kebir, M., Satas, G., & Raphael, B. J. (2018). Inferring parsimonious migration histories for metastatic cancers. Nature Genetics, 50(5), 718D726.
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where o(s,t) = s if s =t and otherwise o(s,t) is the unique child of s that lies on the path
from s to t in G.
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PMH is FPT in number m of locations when P = {S}
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